Genetic association between susceptibility to clinical mastitis and protein yield in norwegian dairy cattle.
The objective of this study was to examine associations between susceptibility to clinical mastitis and protein yield in first-lactation Norwegian Dairy Cattle (NRF) cows. Records from 372,227 first-lactation daughters of 2411 NRF sires were analyzed bivariately, using a threshold-liability model for clinical mastitis and a linear Gaussian model for 305-d protein yield. The mean (SD) of the posterior distribution of heritability was 0.08 (0.004) for susceptibility to clinical mastitis and 0.19 (0.007) for 305-d protein yield. The posterior mean (SD) of the genetic correlation between susceptibility to clinical mastitis and 305-d protein yield was 0.43 (0.03). Posterior means of the correlations between herd-5-yr effects, and between model residuals were 0.19 and -0.008, respectively. Corresponding estimates of genetic, herd-5-yr, and residual correlations from a bivariate linear model analysis were 0.42, 0.18, and -0.008, respectively. An antagonistic genetic relationship between clinical mastitis and protein yield was corroborated.